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RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

i ^ I A''^ \ '? (J U 
Application Serial Number: ' / - \ \ ^ i^-r 



THE ATTACHED PRINTOl T EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FaXINC; A C OPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21heIp(a)uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3,0 e-mail help: patiD3help(5)uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://ww>v.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that the 
a possibility that tlie disk CD-Rom may have been affected by treatment given to all incoming mail. 
Please consider using alternate methods of submission for the disk'CD-Rom or replacement disk- CD-Rom. 
Any reply including a sequence listing in electronic form should NOT be s e nt to the 2 0231 zip code address fo r the 
United States Patent and Tradema r k Office, and instea d sh ould be sent v ia the following to t he i ndicated addres ses: 

1. EFS-Bio (<http://w>\>v.uspto.gov/ebc/efs/do\vnloads/docunients.htm> , EPS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark OlTice, Box Sequence, P.O. Box 2327. Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark OfTice, Technology Center 1600, Reception Area, 7' Floor, Examiner Name, 
Sequence Information, Cr>'stal Mall One, 1911 SouUi Clark Street, Arlington, VA 22202 



U.S. Patent and Trademark Office, Box Sequence, Customer Window. Lobby, Room 1B03, Crystal Pla/a Two, 
201 1 South Clark Place, Arlington, \'A 22202 

Federal Express, United Parcel Service, or other delivery service to: U S Patent and I rademark Office, 
Box Sequence, Room 1B03-Mailroom. C nstal Pla/a Two, 201 1 South Clark Place. Arlington. \*A 22202 



Source: 

Date Processed by STIC 




Revised 01 29 2002 



Raw Sequence LUting Error Summary 



SUGGESTED CORRECTION 



SERIAL NUMBER: 



ERROR DETECTED 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA** HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleics The numbcr,1cxt at the end of each line "wrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 

2 Invalid Line Length Ilie rules require that a line not exceed 72 charaL-ters in length. This includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length 



Patentin 2.0 
"bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(IX)S) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

scquences(s) . Normally, Patentin would automatically generate thJ? section from llic 

previc'jcly coded nuvlcic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or UnloiowTi sequences. 



Sequence(s) 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shoWn) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

Sequence<s) nussing If Intentional, please insert the following lines for each skipped sequence. 

<2 10> sequence id number 
<400> sequence id number 
000 



9 Use of n's or Xaa's 

(NEW RULES) 



10 Invalid <213> 

Response 



11 Use of<220> 



12 Patentin 2.0 

"bug" 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>'<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rillen, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species), <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 

mjssing the ^220> "Feature" and associated numeric identifiers and responses. 



Sequencers) 

Use of <220> to <223> is MANDATORY if <213> '^Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> sectioa 
(Sec "Federal Register," 06.WW»r^- ^3, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual mcana to copy file to floppy disk. 



13 Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/IO/09 1 , 244 



DATE : 08/13/2002 
TIME: 13:46:44 





110^> 








12=:- • 


11 ■ 


1 ^ 0 ' 


13 ■ 


14';> 


14 • 


14l:» 


1 r- ' 




17 . 


1:U"- 


19 • 


150-' 


20 


151:- 




15C> 


2 3 ■ 


151:.- 




150:.' 




151-' 


2 5 ^ 


16 0> 


3 0 


17 0> 


3 2 • 


21 > ' 


3 


21 1> 


3 4 • 




3 5 • 
s •' 


2 i 3 > 


.S 0 • 




n '. 


4 ' .' • 


•1 '[3 




4 J* • 




4 4 


jlL- 


4'- - 


' ' 2 • 


4: • 


J 1 3 ' 








;> j 3 V 




4 0.: . 



10/091 , 244 



Inp'Ut Set : N:\jumbos\10091244DC.txt 
Output Set: N:\CRF4\08132002\J091244.raw 

APPLICANT: Gokhale, Rajesh 

Tsuji/ Stuart 
Kh:'Sla. Chaitan 

TITLE OF INVENTION: METHODS TO MEDIATE 
MODULE EFFECTIVENESS 
FILE REFERENCE: 300622 0 0 4620 
2VRRENT APPLICATION NUM3ER : U 
CCRRENT FILING DATE: 2002-03-04 
PRIOR APPLICATION NUMBER: 09/500,74 7 
PRIOR FILING DATE: 2000-02-09 
PRIOR APPLICATION NUMBER: 60/119,363 
PRIOR FILING DATE: 1999-02-09 
PRIOR APPLICATION NUMBER: 60/272,985 
FILING DATE: 2001-03-02 
APPLICATION NUMBER: 60/272,987 
FILING DATS: 2001-03-02 
SEQ ID NOS: 24 

FastSEQ for Windows Version 4.0 
: 1 



POLYKETIDE SYNTHASE 



Artificial Sequence 



PRIOR 
PRIOR 
PRIOR 
NUMBER OF 
SOFTWARE : 
SEO ID NO: 
LENGTH: 1^ 
TYPE: DNA 
ORGANISM: 
FEATURE : 

'jTHSP INFC'RMATION: Nhe site upstream of the KS at posit iijn 7570 
SEjVENCE: 1 

gaac cgatc 15 
SE-2 ID NO: 2 
LENGTH: 15 
TYPE: DNA 

CFGANISM: Artif i cial Sequence 
FEATURE : 

CTHER INFORMATION: Nhe site upstream of the KS at position 28710 
SEjUENCE: 2 

cTCta-Tcgacc cgatc 15 



6 4 



2 I ' 
2 1 1 
212 
2 I 3 



4 0 

Gly 
1 



SEO ID NO: 3 
LENGTH: 18 
TYPE: PRT 

ORGANISM : Artificial Sequence 
FEATURE: 

C'THEP INFORMATION: I nt r a - p ^lypept ide linker 
SEQUENCE : 3 

ly Ala Thr Gly Ala Glu Gin Ala Ala Pro Ala Thr Thr Ala Pro 
5 10 15 



file://C: CRF4\OutholdsVsrJ091244.htm 



8/13/02 



RAW SEQUENCE LISTING ::ATE 
PATENT APPLICATION: US/10/091,244 TIME 

Input Set : N:\jumbos\10091244DC.txt 
Output Set: N:\CRF4\08132002\J091244.raw 



C8/:3/2CC2 
13:46 : 4 4 



65 Val A3 


6 9 • 


::i-:>:- 




; 1 1 : • 




jl..:- 






74 • 


• ^ . 






7 5 • 






4 -"I'V- 


7^ V.ii Gl 


&: Glu Se 


84 • 


jl' > 


8:.. • 


211:- 


8-:. • 


21 :•> 


8 7 - 


213, > 


8y • 


2 2 ' ' ' 


90 • 


2 2 ?> 


9 J • 


4'mV. 


9} V-iL GL 


94 




9 5 P 




9k' 




99 


2 L'»:' 


i:.C: 




1-; 1 




1-: 2 


- :2.1 


l-;4 




1 5 


- : 2 2 3 > 


l!-,7 


" , 't '.' . * 


1 ■: 8 


Phr.: G 


1 ■ 


1 


1 1 


Glu 


114 


• :2 1 0' • 


i: 5 


•21 1> 


lie- 


- 21 2:» 


i:^ 


• 213> 


1 1 9 


' 2 0 ■ * 


1 : 






•'4 0' 0: ' 


1 j3 


Leu G 


1 ■■ ' 

J. ^ H 





SEj ID NO: 4 
LENGTH: 19 
TYPE: PPT 

ORGANISM : Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Intr a -pol ypept ide linker 
SEO^'JENCE: 4 

y Asp Ala Asp Gin Ala Ala Val Arg Val Val Gly Ala Ala Asp 

5 10 15 

r 

SEj ID NO: 5 
LENGTH: 2 1 
TYPE: PRT 

ORGANISM: Artificial Sequence 

FEATURE : 

OTHER INFORMATION: T n t r - polypcpt ide linker 
SEOL'ENCE: 5 

y Ala Ala Glu Ala Glu Gin Ala Pro Ala Leu Val Arg Glu Val 

5 10 15 

3 Asp Ala Asp 
2 0 

SEO ID NO: 6 
LENGTH: 17 
TYPE: PRT 

CRGANISM: Artificial Sequence 
FEATURE: 

C'THER INFORMATION: Intra -polypeptide linker 
SEQUENCE: 6 

;ly Ser Ala Ala Asn Arg Pro Ala Glu He Gly Thr Ala Ala Ala 

5 10 15 

SEO ID NO: 7 
LENGTH: 17 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

CTHER INFORMATION: Intra -polypeptide linker 



10 



12 5 A3P 



1 : 9 

13 II 

1 3.: 

1 32 
1 34 

1 3 5 



2 1':> SEO ID NO: 8 
2:1' LENGTH: 19 
21.> TYPE: PRT 

2 1 ."-^ > CRC'ANISM: Artificial Sequence 
2 :.'■■■> FEATURE : 

22 3:^ CTHER INFORMATION: Intra - polypept ide linker 
4-:'0> SEQUENCE: 8 



rile://C:\CRF4\Outhold\VsrJ09 1244.htm 



8/13/02 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/ 1 0/09 I , 2 4 4 



DATE : 0 8/13/2 002 
TIME: 13:46:44 



Input Set : N:\junibos\10091244DC.txt 
Output Set: N:\CRF4\08132002\J09I244.raw 

ISe Gly Glu Thr Val Ala Gly Ala Pro Ala Thr Pro Val Thr Thr Val Ala 

1 3 - 1 * 5 15 

14 ■ Asr* Ala Gly 
SE-j ID NC- 9 
LENGTH: 11 
TYPE: PRT 

L'RGANiy^M: Artificial Sequence 
FEATURE : 

CTHER INEC'RMATION : I n t r a - pel ypep't ide linker 
S-Ej'JENCE: 9 

'.".lu Leu ?he Thr Gly Glu Asn Pro Ala Pro Val Arg Gly Pro Val Ser 

: 5* IC 15 

Ala Val Gly Gin Asp 
2C 

jlO> SEv ID NO: 10 
211:.^ LENGTH: 21 
212;^ TYPE : PRT 

JI3> ORGANISM: Artificial Sequence 
2 2 0> FEATURE: 

22 3> OTHER INFORMATION: Intra -polypeptide linker 
4 'JO SEQUENCE: 10 
Glu Leu Phe Thr Gly Glu Asn Pro Ala Pro Val Arg Gly Pro Val Ser 

1 5 10 15 

Val Val. Gly Gin Asp 
2 0 

?E=J ID NO: 11 
':i> LENGTH: 2 0 

TYPE: PRT 
13:> ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Intra - polypept ide linker 
SEOyENCE: 11 

eu Phe Thi- Gly Glu Asn Pro Ala Pro Val Arg Gly Pro Val Ser 
1 5 10 15 

Ala Gly Gin Asp- 

2C 

SEO ID N'j: 12 
211^ LENGTH: 3 0 
212> TYPE: PRT 

213> ORGANISM: Artificial Sequence 
FEATURE : 

C'THER INFO'RMATION : N-Terminal In ter - pol ypept ide linker 
4.WV. SE'l^UENCE: 12 
V3i: Thr Asp Ser Glu Lys Val Ala Glu Tyr Leu Arg Arg Ala Thr Leu 

1 5 10 15 

Asp Leu Arg Ala Ala Arg Gin Arg lie Arg Glu Leu Glu Ser 

20 25 30 

^:2: J > SEQ ID NO: 13 
:211 > LENGTH: 3& 



2 00 
2 01 
2 04 

:» c; 



file:/7C: CRF4\Outhold\VsrJ09 1 244.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/ 1 0/0 9 1 , 2 4 4 



DATE '''6/' 1 3/2 'V: 2 
TIME 1 3 • 4 6 : 4 4 



0 6 



:>4 



■4 •/ 

.: 4 





J I" 




211 




212 


24 • 


2 I 3 


^ r. 


2 2 '.' 


2 7 - 


J2 



/ 2 
"■'3 



Input Set : N:\jumbos\10091244DC.txt 
Output Set: N:\CRF4\08132002\J091244.raw 

'212'^ TYPE: PPT 

■jRjANISM; Artificial Sequence 
FEATURE : 

C'THER INFORMATICN: N - Te rminal Inter - pc lypept ide liiiker 
SEQUENCE: 13 

-?t />er Cly Asp Asn G ly Met Tnr Glu Glu Lys Leu Arg Arg Tyr Leu 
L 5 1 0 1, 5 

yr, Arg Thr Val Thr Glu Leu Asp Ser Val Thr Ala Arg Leu Arg Glu 
20 2 5 30 

V.il '.U-. His Arg Ala Gly 
35 

S-E'2 IE' N'j: 14 
LENGTH: 34 
TYPE: ?RT 

C-RGANISM: Artificial Sequence 
FEATURE : 

'ITHER INFC'RMATION : N - Te rm i n ,=i 1 Inter - pc lype^j L ide imKer 
SEQUENCE: 14 

Met oer Ala Pro Asn Glu Gin lie Val Asp Ala Leu Arg Ala Ser Leu 

\ 5 10 15 

Ly:; Glu Asn Val Arg Leu Gin Gin 'r.iu Asn Ser Ala Leu Ala Ala Ala 
20 2 5 30 

Al<i Ala 

SEO ID NO: 15 
LENGTH: 3 4 
TYPE; PRT 

ORGANISM: Artificial Sequenre 

FEATURE : 

OTHER INFORMATION: N-Terminal I n ter - polyp^ept ide linker 
SEQUENCE : 15 

Val Ser Ala Ser Tyr Glu Lys Val Val Glu Ala Leu Arg Lys Ser Leu 

1 5 10 15 

«;Lu 'tIu Val Gly Thr Leu Lys Lys Arg Asn Arg Gin Leu Ala Asp Ala 

2 0 2 5 30 

Ala Gly 

SEO ID NO: 16 
LENGTH: 3^ 
TYPE: PRT 

C'RGANISM: Artificial Sequence 
FEATURE : 

ITHER INFO'RMATION : N-Terminal Inter - pcdypept ide linker 
SE2UENCE: 16 

V-.-il Ala Asp Glu Gly Gin Leu Arg Asp Tyr Leu Lys Arg Ala He Ala 

5 10 15 

A:'p Ala Arg As^' Ala Arg Thr Arg Leu Arg Glu Val Glu Glu Gin Ala 

20 25 30 

Arg 

•:210^- SE'J ID Nj: 17 
■:211,- LENGTH: 30 



2 3 6 • 


21 'V 


2 3 -^ • 


211 


2 -t '.' 


212: 




213: 


2 4 3 


"I ."i 


2 ** t 


2 ' 


2 4 - 


4 0 0: 



.; 'y. 
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• 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/091,244 



DATE : OS/l 3/2CG2 
TIME: i3:4o:44 



Input Set : N:\junibos\10091244DC.txt 
Output Set: N:\CRF4\08132002\J091244.raw 



::i2.^- TYPE: PP.T 

.:13 ' ORGANISM: Artificial Sequence 

FEATURE : 

ITHEP INFORMATION: N- Terminal Inter - pclypept ide linker 
FEjUEN^E: 17 

:-:'^t: Ai^ Thr Asp Glu Lys Leu Leu Lys Tyr Leu Lys Arg Val Thr Ala 

: 5 1^^ 15 

(^lu Le^^ His Ser Leu Arq Lys Gin Gly Ala Arg His Ala Asp 



i. H 




2C= 

• 5Ej ID NO: 18 
- LENGTH: 3 2 

> TYPE : I^PT 












• J 1 .5 


' ORGANISM: Artific 


ial 


Sequen ce 






2 2 f"-' 


' FEATURE: 














• OTHER INFORMATION 


: N- 


Terminal 


Inter -polypeptide linker 




.-4 0 n 


• SEO'lENCE: 18 












Met 


Arq Glu Asp Gin 


Leu 


Leu 


Asp Ala 


T,p.n _a^2;g T,y3 ScJ. Val LVS 






5 








10 15 


2 'h H 


Asn 


Ala Arg Leu Arg 


Lys 


Ala 


Asn Thr 


Ser Leu Arg Ala Ala Met 


2 9 




2 0 






2 5 


30 


3 (.":■ 2 


•:210 


> SEQ ID NO: 19 










"< 0- ? 


-'211 


> LENGTH: 3? 












•'212 


TYPE: PRT 










j 5 


- 213 


~- ORGANISM: Artific 


lal 


Sequence 




'J 7 


• J. 2 f.i 


• FEATURE: 












• 2 2 3 


• OTHER INFORMATION 


: N- 


Termina 1 


Inter -polypeptide linker 


3 1 


-.4 00 


► SEOUENCE: 19 












Mr'* 


Pre Glu CtIh Asp 


Lys 


Val 


Val Glu 


Tyr Leu Arg Trp Ala Thr 

1 (J 1 5 



jIu Leu His Thr Thr Arg Ala Lys Leu Glu Ala Leu Ala Ala Ala Asn 

2 C- 2 5 3 0 

rhr 

SEO ID NO: 2 0 
LENGTH: 31 
TYPE: PP.T 

O'RGANISM: Artificial Sequence Uv^c'CX^"^ *^ ^ 

FEATURE : ; . _ .. 

■2THER INFC'RMJ^TION: ifpeptide 
SEOUENCE: 2 0 



. 4 0 ' 

Met rhr Asp Ser Glu Lys Val Ala Glu Tyr Leu Arg Arg Ala Thr Leu 



i - 



A:^p Leu Arg Ala Ala Arg Gin Arg lie Arg Glu Leu Glu Ser Asp 
2 0 2 5 3 0 

21'"' ' SEO ID NO: 21 
211 > LENGTH: 2 5 
2 L J ' TYPE : DNA 

213 > ORGANISM: Artificial Sequence 
2 20.> FEATURE: 

2j3> OTHER INFORMATION: primer 
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VERIFICATION SUMMARY wATK : : S/:3/2 : :2 

PATENT APPLICATION: US/ 1 0/0 9 1 , 2 4 4 TIME: 13:46:45 

Input Set : N : \ jumbos\10091244DC. txt 
Output Set: N:\CRF4\08132002\J091244.raw 



riIe://C:\CRF4\Outhold\VsrJ091244.htm 



8/13/02 
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OIPE 



RAW SEQUENCE LISTING liAFP. : - H/f: H/.: 0 0 2 

['A ri;N : a;MM l -^A I I' : US/10/091, 244 I IMt: : 1 li : " ^3 : 

Input. Stn : D:\30062-20046.txt 
rurput Set : N:\CRF3\08082002\J091244.raw 

4 llu: APPl.LCANT: '.K^khdio, Rajt-'sh 

") I su j L , St ua r't. 

6 Khosia, Chait.dii 

8 12'):- 11 ILF OF T VKNT I ON : MFIHODS TO MtDlATF Pf)PVKL:T 1 DF SYNTHASE-: 

9 MODULP KFFK:T I VKNPSS 

Jl •■:i3'.): FILE RLFERFNCF: .M) 0 6 2 2 0 0 4 6 2 0 

]^ <I40..: CURPFNT AP1^L1CAT:0N NUMBER: US 10/091,244 

14 M 1 ■ ^;UPrPNT Fli.iNG DATF : 20r2-0?-04 

16 -1^0> PFir.R APPL1::aTI()N NUMBFR: 0';^'500,747 

:-lol> PRIOR FILING DATK' 2000 - 02-C'-^ 

r) vl50> PRIOR APPLICATION NUMBER: 60/119,363 

2.) :;1^.1> PRIOR FILING DATE 1999-02- 0"^ 

22 :1^'0> PRIOR APPL:l:aT lOr; NirMBFR: 60/272,985 

2 3 clSl: PRIOR FILirM DALE. 200 I -03-0 J 

2? -'1^.0> PRI(.)R APPLICATIL^N NUMBER: 60/272,987 

2»:. 1^0: PRK'R F [ L I N-:; DATE 2 001 -03 - 02 

2-. -.1( 0> NUMBER OF SEQ ID NOS : 24 

: 1 0 : SO F IKA R E : Fa s t S EU Tor Win clows Ve? r s i o n 4.0 



ERRORED SEQUENCES 

•■r- -210: SEQ :i' NO 24 

3^ 8 - .11: LENGTH : 24 
369 21 2-: rVT'E . ON A 

3^0 vz. 13: ORGArrSM: Art. Iticial Sequonco 

3^2 < j2 0: FEArURE 

^^3 V.23:- OTHER F NF'">vmaT I C^N piimer 

3 <.„4 0 0^^ SEQUENCE: 2 4 

3^6 qaa t.t.c(^t:ac: aqqt..c :tct.c cccc 2 4 

E--> 378 .\ \^\^ 



file: C: CRF3 Outhold VsrJ091 244,htm 
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VERIFICATION SUMMARY : A : K : -/ -^Z- 

rA:i;NI AiPLP'AI P.N : US/i 0/0 9 1 , 2 4 4 liMK: \ ^ : ''rj : mi> 

Input : D:\30062-20046.txt 

' pur St^t : N:\CRF3\08082002\J091244 .raw 

^^^^ M:^-"-} h. : N^;. ..1' B.as»'S jii I i i '-'t , this li:it^ Las :.ur 1 ^ ;t i -s . 
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